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Post-genome Sciences and NMR

Hideo AKUTSU

Institute for Protein Research, Osaka University
3-2 Yamadaoka, Suita-shi, Osaka 565-0871

Since the unveiling of the first draft of the human genome last June, the next target, to understand
the biological functions of whole genes has become apparent. A new field, called structural genomics
has emerged. This new fields’ goal is to understand the function of expressed proteins through tertia-
ry structures. In Japan, NMR is thought to be one of the primary methods for working on structural
genomics. A large NMR facility, called NMR Park was established at RIKEN Genomic Sciences Cen-
ter for this purpose. A serious international competition is developing in the field of structural genom-
ics. Furthermore, there are many problems within structural genomics that must be overcome. To
understand biological functions, structural genomics must work together with structural biology.
NMR is a powerful tool in this field.
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